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Background: The pro-inflammatory cytokine interleukin (IL)-1 has been suggested to play a role in atherosclerosis. Several genetic polymorphisms of IL-1 gene cluster have been described to be associated with coronary artery disease (CAD). 

Aim: We investigated association of IL-1Beta –511 C/T polymorphism with the risk of CAD in North Indian population.

Methods: Total of 323 proven CAD patients with 300 healthy controls (Non-diabetics and normotensives) were included and genotyped using Polymerase chain reaction-Restriction Fragment Length polymorphism (PCR-RFLP) assay.

Results: Among the patients 19.6% were diabetics, 26.9% hypertensives, 44.9% smokers and 26.6% had family history of premature CAD. No significant differences were found for age, gender or dietary habit between patient and controls (p>0.05). Mean levels of all lipid parameters i.e. Total Cholesterol(TC), Triglycerides (TG), High Density Lipoprotein Cholesterol (HDL-c), Low and very- Low Density Lipoprotein Cholesterol (LDL-c and VLDL-c) were significantly higher in patients in comparison to controls (p=<0.001).The genotype frequencies for patients vs controls for IL Beta-511 were: 113(34.9%) vs 62(20.6%),p=0.001, OR=2.06, 95%CI=1.43-2.96; 145(44.8%) vs 150(50.0%),p=0.69,OR=0.93, 95%CI=0.67-1.27;  and 65(20.1%) vs 88(29.2%),p=0.0090,OR=0.6, 95%CI=0.41-0.87 for CC (Wild Type), CT (Heterozygous) and TT(Mutant) respectively. Frequency of C and T alleles in patients vs controls were: 0.57 vs 0.43, OR=1.605, 95%CI=1.28-2.00 and 0.46 vs 0.54, OR=0.62, 95%CI=0.498-0.7794(p=<0.0001) respectively. The results indicate C allele to be a risk factor for CAD (1.6 fold increased risk) whereas T allele as a protective factor against CAD. 

Conclusion: Our data suggests that wild genotype of IL-1Beta –511 C/T polymorphism carries the most increased risk for CAD, followed by heterozygous genotype. Mutant genotype showed to have a reduced risk. 

